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BIoN—7 B4 &K% [PCG AMPC MPIPC|CEZ L/ EM CLDM [LVFX |VCM |TEIC ([LZD smz/ MINO
/CVA S| TMP
Staphylococcus Staphylococcus aureus (£7T) 361 4411 831 91.8] 91.4| 62.6| 86.8] 70.6] 100.0/ 100.0{ 100.0f 98.2| 94.7
Staphylococcus aureus (MSSA) 276 54.1| 100.0 100.0{ 100.0f 76.4] 98.8| 83.2 98.3] 99.6
Staphylococcus aureus (MRSA) 87 14.3| 60.5| 12.0/ 100.0f 100.0| 100.0f 98.0f 78.5
CNS (S. epidermidis® &% %) 228 31.7 52.0 59.5 88.0 56.5| 100.0( 99.5| 100.0| 100.0 96.3
BoL—7 BE# K&RHE [ABPC [PCG  |CTX [CTRX |MEPM |EM CLDM |LVFX [VCM
Streptococcus Streptococcus pneumoniae (BERIR{E)
Streptococcus pneumoniae (B&R&AR AL 16 100.0 100.0| 93.8| 30.0 100.0| 100.0
Streptococcus pyogenes
Streptococcus agalactiae 134 100.0f 99.2| 100.0{ 100.0 63.9| 835 727
B/ —7 B4 HEME [PCG |ABPC |EM  |LVFX [VCM |TEIC |LZD [MINO
Enterococcus Enterococcus faecalis 147| 100.0f 98.4| 19.8/ 92.0( 100.0| 100.0f 100.0| 28.3
Enterococcus faecium 20 57.1 0.0/ 13.3| 100.0| 100.0f 94.7| 55.0
BoL—7 B4 K&RHE |ABPC [PIPC AL [P AT CEZ CEZA | CEZX CMZ |CTX |CTRX |CAZ [CFPM |AZT MEPM IPM/C GM AMK [LVFX SMZ/T™
SBT [TAZ |/CVA 1 2 S
BREEREE Escherichia coli 439 60.9| 67.1| 784 987 927 67.2| 67.2| 672 99.3] 82.0f 83.1] 91.5 93.8| 89.9| 100.0f 100.0| 90.3| 99.7 62.6 84.0
Escherichia coli (CTX or CTRX or CAZ R) 79 0.0 0.0 440 96.2| 9338 0.0 0.0 0.0 98.0 0.0 0.0 53.2| 658 46.5| 100.0 100.0f 77.4] 98.6 8.9 62.5
Klebsiella pneumoniae 97( 128 753| 675 96.6/ 90.9( 625 625 625/ 90.0| 722 89.8] 94.8| 95.8/ 90.8] 100.0f 100.0| 93.2| 100.0 93.8 78.2
Klebsiella pneumoniae (CTX or CTRX or CAZ R) 13 0.0 69.2| 69.2| 38.5| 100.0| 100.0 100.0 75.0 18.2
Klebsiella oxytoca 35( 15.0/ 886| 85.7| 86.2| 90.0f 40.9] 40.9| 40.9| 100.0{ 100.0f 89.7| 100.0| 100.0/ 92.9| 100.0f 100.0| 100.0{ 100.0 100.0 100.0
Enterobacter cloacae
Klebsiella aerogenes 12 9.1 7271 41.7] 833 0.0 8.3 8.3 8.3 16.7 80.0| 75.0] 100.0f 91.7| 100.0f 100.0| 100.0[ 100.0 91.7 100.0
Proteus mirabilis 24 66.7| 682 73.9| 100.0{ 100.0f 37.5| 37.5| 37.5| 100.0 78.3] 100.0( 86.4 100.0| 100.0f 56.5| 95.7| 100.0 87.5 94.7
Proteus vulgaris 10 100.0( 100.0 0.0 0.0 0.0f 100.0 100.0{ 100.0| 100.0 100.0{ 60.0] 100.0 100.0
Citrobacter freundii 12 100.0 100.0 100.0{ 100.0f 100.0| 100.0f 100.0| 100.0| 100.0( 100.0 100.0 90.0
Citrobacter koseri
Serratia marcescens 21 0.0 81.0 0.0 81.0 0.0 0.0 0.0 727 76.2| 90.5( 100.0( 100.0| 100.0f 100.0| 100.0| 100.0 85.7 100.0
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T RO EERE S T AREEE Pseudomonas aeruginosa 84 91.7 949| 96.4| 95.2| 81.3] 97.6] 96.4] 98.3| 100.0/ 90.1
Acinetobacter baumannii
Acinetobacter spp. (baumanniiz&® %)
Stenotrophomonas maltophilia
EoL—7 o sz |aepc [P0 [AMPC o letrx mePm|cam [Lvex [Tc
SBT [/CVA
Z DM 5 LEERE Haemophilus influenzae 16| 12.5| 86.7| 100.0 100.0| 100.0| 73.3| 100.0
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